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Y 7S Z R L C ZEHH DNA 2874, KU 7 A ZXITHES L7z RuvA 4 &K% il
MOk A & 5, RuvB 1Z DNA & RuvA # 37 (12 X » TIEMA L & 3v 5 ATPase 154
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1) FAFKESE 2 OHRE OIF5E

2) RuwvA LHEEERZBR L THRY T4 XA FERNIIBE IS E—F—F NIV E
E L ToOEDOFIA (branch-migration protein)
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i F£ : SDS-PAGE (CBB %) T 90%LL E23 RuvB # > 37 &

b3 J£ : 2.0 mg/ml (BCA 15 TIE)

P W 50% 7'V Ewr—/1, 10 mM Tris-HCI (pH 7.5), 2 mM EDTA, 100 mM NaCl,
5mM ANV hxH ) —
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